Figure lA 

Nucleic acid (SEQ ID NO: 10) and protein (SEQ ID NO: 11) sequence of A Cliy DNA polymerase 



1 ATGGAAAAGCTTGCCGAACACGAAAATTTAGCAAAAATATCGAAACAATTAGCTACAATC 

1 MEKLAEHENLAKISKQLATI 

6 1 CTGCGGGAAATACCGTTAGAAATCTCCCTGGAAGATTTAAAAGTTAAAGAACCTAATTAT 
21 LREIPLEISLEDLKVKEPNY 

121 GAAGAAGTTGCTAAATTATTTCTTCACCTTGAGTTTAAAAGCTTTTTAAAAGAAATAGAA 
41 EEVAKLFLHLEFKSFLKEIE 

181 CCAAAAATAAAGAAAGAATACCAGGAAGGTAAAGATTTGGTGCAAGTTGAAACTGTAGAA 
61 PKIKKEYQEGKDLVQVETVE 

241 ACGGAAGGACAGATTGCAGTAGTTTTTAGTGATGGATTTTATGTTGATGACGGGGAAAAA 

81 TEGQIAVVFSDGFYVDDGEK 

301 ACAAAGTTTTACTCTTTAGACCGGCTGAATGAAATAGAGGAAATATTTAGGAATAAAAAA 
101 TKFYSLDRLNEIEEIFRNKK 

361 ATTATTACCGACGATGCCAAAGGAATTTATCATGTCTGTTTAGAAAAAGGTCTGACTTTT 
121 TITDDAKGIYHVCLEKGLTF 

421 CCCGAAGTTTGTTTTGATGCGCGGATTGCAGCTTATGTTTTAAACCCGGCCGACCAAAAT 
141 PEVCFDARIAAYVLNPADQN 

4 81 CCCGGCCTCAAGGGGCTTTATCTAAAGTATGACTTACCGGTGTATGAAGATGTATCTTTA 
161 PGLKGLYLKYDLPVYEDVSL 

541 AACATTAGAGGGTTGTTTTATTTAAAAAAAGAAATGATGAGAAAAATCTTTGAGCAGGAG 
181 NIRGLFYLKKEMMRKIFEQE 

601 CAAGAAAGGTTATTTTATGAAATAGAACTTCCTTTAACTCCAGTTCTTGCTCAAATGGAG 
201 QERLFYEIELPLTPVLAQME 

661 CATACCGGCATTCAGGTTGACCGGGAAGCTTTAAAAGAGATGTCGTTAGAGCTGGGAGAG 
221 HTGIQVDREALKEMSLELGE 



Figure IB 



CAAATTGAAGAGTTAATCCGGGAAATTTATGTGCTGGCGGGGGAAGAGTTTAACTTAAAC 
QIEELIREIYVLAGEEFNLN 

TCGCCCAGGCAGCTGGGAGTTATTCTTTTTGAAAAACTTGGGCTGCCGGTAATTAAAAAG 
SPRQLGVILFEKLGLPVZKK 

ACCAAAACGGGCTACTCTACCGATGCGGAGGTTTTGGAAGAGCTCTTGCCTTTCCACGAA 
TKTGYSTDAEVLEELLPFHE 

ATTATCGGCAAAATATTGAATTACCGGCAGCTTATGAAGTTAAAATCCACTTATACTGAC 
IIGKILNYRQLMKLKSTYTD 

GGCTTAATGCCTTTAATAAATGAGCGTACCGGTAAACTTCACACTACTTTTAACCAGACC 
GLMPLINERTGKLHTTFNQT 

GGTACTTTAACCGGACGCCTGGCGTCTTCGGAGCCCAATCTCCAAAATATTCCCATCCGG 
GTLTGRLASSEPNLQNIPIR 

TTGGAACTCGGTCGGAAATTACGCAAGATGTTTATACCTTCACCGGGGTATGATTATATT 
LELGRKLRKMFIPSPGYDYI 

GTTTCGGCGGATTATTCCCAGATTGAATTAAGGCTTCTTGCCCATTTTTCCGAAGAGCCC 
VSADYSQIELRLLAHFSEEP 

AAGCTTATTGAAGCTTACCAAAAAGGGGAGGATATTCACCGGAAAACGGCCTCCGAGGTG 
KLIEAYQKGEDIHRKTASEV 

TTCGGTGTATCTTTGGAAGAAGTTACTCCCGAGATGCGCGCTCATGCCAAGTCGGTGAAC 
FGVSLEEVTPEMRAHAKSVN 

TTCG6CATTGTTTATGGCATTAGTGATTTTGGTTTAGGCAGAGACTTAAAGATTCCCCGG 
FGJVYGISDFGLGRDluKIPR 

GAGGTTGCCGGTAAGTACATTAAAAATTATTTTGCCAACTATCCCAAAGTGCGGGAGTAT 
EVAGKYIKNYFANYPKVREY 



Figure IC 



1441 CTCGATGAACTTGTCCGTACGGCAAGAGAAAAGGGATATGTGACCACTTTATTTGGGCGA 
481 LDELVRTAREKGYVTTLFGR 

1501 AGACGCTATATTCCTGAGCTATCTTCAAAAAACCGCACGGTTCAGGGTTTTGGCGAAAGG 
501 R R YIPELSSKNRTVQGFGER 

1561 ACGGCCATGAATACTCCCCTTCAGGGCTCGGCTGCCGATATTATTAAGCTTGCAATGATT 
521 TAMNTPLQGSAADIIKLAMI 

1621 AATGTAGAAAAAGAACTTAAAGCCCGTAAGCTTAAGTCCCGGCTCCTTCTTTCGGTGC AC 
541 NVEKELKARKLKSRLLLSVH 

1681 GATGAGTTAGTTTTAGAAGTGCCGGCGGAAGAGCTGGAAGAGGTAAAAGCGCTGGTAAAA 
561 DBIjVLEVPAEELEEVKALVK 

1741 GGGGTTATGGAGTCGGTGGTTGAACTGAAAGTGCCTTTAATCGCTGAAGTTGGTGCAGGC 
581 GVMESVVELKVPLIAEVGAG 

1801 AAAAACTGGTATGAAGCGAAGTAA 

601 KNWYEAK* 



Figure 2: 



RLU 

60000. 




1 |ig 200 ng 100 ng 10 ng 1 ng 10 pg 




Tth "one tube" AChy "one tube" 

M 1 0.1 10 1 100 10 1 1 0.1 10 1 100 10 1 
^ig lig ng ng pg pg pg lag ^g ng ng pg pg pg 




M 1 0.1 10 1 100 10 1 
lig \ig ng ng pg pg pg 

AChy "two tube" 
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